The complete genomic sequence of human bone marrow serine protease (medullasin) (1) was determined from a clone of a 6Kb EcoRI genomic DNA which was selected by the cDNA probe (2) from a human tonsil genomic library in XgtWESXB recombinant phage, and is shown in the Figure. We have also cloned and sequenced a complete cDNA (0.9Kb) from a ML3 cDNA library (2), and deduced the amino acid sequence of medullasin precursor (267 amino acids) which contains a possible leader sequence of 29 amino acids (MTLGRRLACLFLACVLPALLLGGTALASE).
Recently it was revealed that medullasin (2) and human neutrophil elastase (3) share the same 218 amino acid sequence.
The genomic sequence consists of five exons and four introns. DNA sequences corresponding to the amino acid sequence of medullasin precursor, which was deduced from the cDNA sequence, are boxed.
The TATA, CAAT, and poly (A) addition sequences are boxed with underlines.
Direct repeat sequences are underlined with arrows.
Several ambiguous SP1 binding sequences are found around promoter region. 
